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Objectifs du stage
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Developpement d’une interface web de

visualisation des workflows




Introduction Visualisation des workflows Conclusion

1l existe différents systemes de gestions de workflow :
« Snakemake
* Nextflow
* Constelab
« SAGA
 YAWL

Nextflow. Nextflow — Nextflow documentation
Snakemake. Snakemake | Snakemake 8.14.0 documentation



https://www.nextflow.io/docs/latest/index.html
https://snakemake.readthedocs.io/en/stable/
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Etat de I’art sur les representations des workflows

Il existe différents standards de
représentation des workflows :
« CWL
« WDL Besoin d’un métamodele

« EDAM

Ontologie CWL. Common Workflow Language (CWL) Workflow Description, v1.1 (commonwl.org)
Ontologie WDL. https://docs.openwdl.org/en/latest/WDL/Base_ structure/
Ontologie EDAM. EDAM: Ontology of bioscientific data analysis and data management (edamontology.org)
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Conception du metamodele

CWL EDAM Nouveau
# classes 2 1 11
61 concepts
# prédicats 1 1 45
# mapping de classes et 10 12 34
prédicats

Ontologie CWL. Common Workflow Language (CWL) Workflow Description, v1.1 (commonwl.org)
Ontologie EDAM. EDAM: Ontology of bioscientific data analysis and data management (edamontology.org)
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Exemples de workflows
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= S
Cea | @
Workflow # étapes | #input/ #ligne # triplets
%,.,ui. output | de code métamodéle
shakemake- 7 12 887 336
crispr-guides
ﬁ
kgwasflow 18 44 1572 (229)

snakemake-crispr-guides. https://github.com/MPUSP/snakemake-crisprguides/tree/main#workflow-overview.
kgwasflow. GitHub - akcorut/kGWASflow: KGWASflow is a Snakemake workflow for performing k-mers-based GWAS.



https://github.com/MPUSP/snakemake-crisprguides/tree/main#workflow-overview
https://github.com/akcorut/kGWASflow/tree/main
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Besoins et langages utilisees

Besoins
« Lister les workflows disponibles
« Representation du dataflow Langage | #lignes de code
« Affichage des metadonnées HTML 119
« Représentation du controlflow CSS 238
JavaScript 645

HTML. HTML (HyperText Markup Language) | MDN (mozilla.org)
CSS. CSS: Feuilles de style en cascade | MDN (mozilla.org)
JavaScript. JavaScript | MDN (mozilla.org)
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Workflow name Keywords

kGWASflow workflow. sciworkflows, snakemake, pipeline. bioinformatics-pipeline. ngs

snakemake-crispr-

cuides crispr-design, crispr, workflow, snakemake, r-markdown, guide-rna-library, python3, bioinformatics-pipeline

association-mapping, gwas-tools, gwas-pipeline, bioinformatics, structural-vaniation, conda, kmers, genomics, bioinformatics-tool, gwas,

Conclusion
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j Modélisation des workflows en base de données

Z Developpement d’une interface web de
visualisation des workflows
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Perspectives
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Langage d’interrogation

Test workflows Controlflow Automatisation
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Retour d’experience

Documenter!
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Nombre d'occurrences trouvées : 1

Workflow name Keywords

1 — . . . . N - - - -
—W crispr-design, crispr, workflow, snakemake, r-markdown, guide-rna-library, python3, bioinformatics-pipeline
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